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Item 7.01. Regulation FD Disclosure.

On June 10, 2024, 23andMe Holding Co. (the “Company”) posted the presentation attached as Exhibit 99.1 to this Current Report on Form 8-K to its
Investor Relations website at investors.23andme.com, which information is incorporated herein by reference.

The information in this report furnished pursuant to Item 7.01, including Exhibit 99.1 attached hereto, shall not be deemed “filed” for the purposes of
Section 18 of the Securities Exchange Act of 1934, as amended (the “Exchange Act”), or otherwise subject to the liabilities of that section. It shall not
be deemed to be incorporated by reference into any of the Company’s filings under the Exchange Act or the Securities Act of 1933, as amended,
whether made before or after the date hereof and regardless of any general incorporation language in such filings, except to the extent expressly set forth
by specific reference in such a filing.

The website address set forth above is included as an inactive textual reference only. The information contained on the website referenced herein is not
incorporated into this Current Report on Form 8-K.
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Disclaimer

Forward-Looking Statements
This presentation Ccontaing Rorwarc-looking Statiments within the meaning of Section I7A of the Securithes ACt of 1933, a5 amended, and Section I1E of 1he Securitles Exchange Act of 1934, &5 amended, including sLatsments regarding 1he futune

af 23ancMes tusi n GEneTicE and Therapeutics and 1he GRowth and potential of 1t Droprietany resesrch platfonm, All SEADEMENLE, CTNer Than Satements of REAcal 1act, included oF Cormarsted in this presenation, including
statements regarding XlandMe’s strategy, Hinancial peaition, Tunding for ‘cash reenn, proj couts, plang, and ebjectives of mansgernant, are fonvard-looking statements. The words “belleves,” “anticipates” “estimates” “plar,”
“expects,” fintends.’ “may.” "coulel” “should” “potential.” “likely.” “projects.” “continue,” ‘will” “sehedule,” and “woulkd™ or, i each case, thelr negative or other variations or comparable terminolegy, ane intended to idenity forwand-looking s1atements. although rot
ol forward-loaking siaternerns centain these identifying wands. These farmard-looking statements are predictions based on 23andMe’s curren expectations and prejections sbout future events and various assumptions. 23andle cannat guarsntee that it will
sctually schieve the plans, intentions, or expectations disclosed in its forward-locking statements and you should not place undue retiance on 23andMe’s forward-looking statemsents. The forwand-looking statements contained henein ane also subject generally
10 ather risks and uncertainties. that are gescribed from time 1o time in e Company's 1Ings with 1he Securities and Exchange Comeission. including under Dem LA “Risk Faciors” in the Compam's. most recent Armual Repart on Form 16-K, a3 filed with 1he
Securities and Exchange Commission, and as revised and updated by owr Guarterdy Reports on Foem 180G and Current Repons n Form B-K. These Torwand-looking statérments frvohee a rumiber of risks, unceainties (mary of which ane beyand the contral of
23anabe), or olher saaumptions thal may cause actual results or performance 1o be materially different from 1hose expressed o implied By 1hese formard-looking stalements. Irestons are cautioned net 1o place undue reflance on any such forward-looking
Staberrents, which spesk only a5 of e date they are made, Except as required by Liw, 23andMe does ROl undertake any obligation 10 update o revise any farmard-looking Stabements whether a5 a resul of new information, fulune events, or otherwise.

Use of Non-GAAP Financial Measures

To supglement the Ziandke’s conderrsed staternerts of aperations and wonderred batance sheets, which are prepared in conforméty with geneaily accepted accounting principles in the United States of
Arnerica ("GAAPT)L this preseration slso includes references 10 Adjusted EBITDA, which iz a non-GAAP financial messure that Zlardbe defines as net income (loss) before net interest income (expense), net other income (expensel changes in fair value of
wanrant abiities, income tax benedit, depreciation and amortization of fixed assets, amoetization of imemal use software, amortization of acquired intangible assets, goodwill and intangible assets impairment, non-cash stock-based compensation expenss,
ascquisition-reiated costs. and expenses related to restructuring and other charges, if applicabile, for the period. 23andMe has provided a reconciliation of net loss, the mast directty comparable GAAP financial measure, to Adjusted EBITOA 31 the end of this
presentation.

Adjusbod EBITDA is a key measure used by 23andMe’s management and the board of dinectors 1o understand and evaluate cperating performance and trends, te prepare and appnove 23andMe’s annual budget and to develop shoei- and long-ierm cperating
plans, Z3ardMe provides Adjusted EBITDA because Z3andMe believes it is frequently used by analysts, invesioes and ather intevested parties 10 evaluate companies in its industry and it tacilitabes comparisons on a consistent basis across reporting periods.
Further, 23andMe believes it is helpful in highlighting trends in its cperating results because it excludes items that are not indicative of 23andMe’s cone operating performance. In particular, 23andMe betieves that the exclusion of the items eliminated in
calculating Adjusied EBITDA provides useful measures for period-to-peviod o wisons of 2. ‘s Hccordingly. 23andie believes that Adjusted EBITDA provides useful infermation in understanding and evaluating operating resulis in the
SaMe manner as 23andMe’s management and board of direcicrs.,

In evaluating Adjusted EBITDN, you should be gwans that in the future Z3andhe wil incur sxpenges similar to the adjustments in this presentation, 23andMe’s presentation of Agjusied EBITDA should not e corstruad as an inference that futune results will
it unatiectad by thase Bpenses o any unusual of non-recurring items, Adjusted EBITDA should not be considered in isolation of, o as an altemathe to, measures prepared in accordance with GAAP, Other compankes, including compankes in the same
inustry, may calculate simitarty-titied non-GAAP financial measures ditferently or may Use other maasLres 1o evaluate thelr performance, all of which coutd reduce the ussfulness of Adjisted EBITDW a5 a too! for comparison. Thene are a number of
Emitations related 1o the wie of these non-GAAR financial measures rather than net loss, which s the most direcily compasable Hinanclal measune calculated in accordance with GAAR, Some of the limitations of Adjusted EBITDA include [} Adjusted EBITDA
des not propery reflect capiial commitmants to be pakd in the future, ard (i) although depreciation and amonizaticn are non-Cash chirges, the underying assets may need to be replaced ond Adjusted EBITDA does not rellect these capltsl expendiires.,
Winen evaluaiing 23ancMe’s perlcemance. you should consider Acjusted EBITDA alongside ciber financial perormance measures, Inchuding ret loss and gther GAAP results.

Intellectual Property

Al Fights 10 the Irademarnks, copyrights, 1I090s and other Inelechual property Bsted hevein Delong 10 thelr respective gwners 23andMe’s wie thereo! does not Imply mammmwmwlmmdmnmzmmnmm
ather |Mm1wm.mwwm.wlﬂmmm'ﬁwwm this Presentation may apDear with the ® of ™ symibols, bt such mﬂ.wﬁllmwmﬂhmwﬂhﬂ Ehat SUCh Names and Igos 8re INANSMATKS of
Eﬂhmﬂlfm!bfﬂsm.

Industry and Market Data
This Pragenlation relies on and relen 1o Cerlain farmation and statistics Dased on Z3andMe's L1 Bnige s third padty Sourdes which il Detheves 10 be reliabie, T3andhe has not Idependenily verilbed 1 JCCuracy of
comgieteness of any such third party infermation,

x:ammr Copyright © 2024 23andie, e 2



Our mission is to help people
access, understand, and benefit

from the human genome.

23andMe Customers
from Around the World




We are building value with three business verticals based on genetics

To achieve our three-part mission, we are executing across three different businesses.

Research Therapeutics

r

Personalized Health: genome, exome, Worlds largest re-contactable genetic and Genetics-informed targets, biologically
lab (blood) work phenotypic data engine validated
Telehealth & Telepharmacy Database licensing Lead 10 asset ‘618 enrolling phase 2A
(Lemonaid Health)

Target discovery 10 asset “1473 enrolling Phase 1
Ancestry & DNA Relatives

Commercial and pharma services Early-stage Immunology and Inflammation
Recurring subscription revenue pipeline

x;?.'j.'\ vl



They power our consumer-driven healthcare flywheel

All three businesses are powered by our dynamic health data engine, allowing us to run hundreds of
billions of association tests per year to build the future of genetics-driven healthcare.

Consumer Research Therapeutics

15M+!
Genotyping +

Sequencing ))
Customers 4 7 B1
e

Data
Drug

Discoveries

Genetic &
Phenotypic Data
Personalized Points Data, Target
Hea_lth (( Discovery
Services I Partnerships

>84% of Customers Opt-In to Research

12.3.1 vl
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Our unprecedented scale enables impactful, novel, personalized health

With our growing database, we are uniquely positioned to understand human biology across areas of
consumer health, research and therapeutics unlike any other genetics program globally.

xamm»- e 1511+

REGENERON =~2M+
MILLION VETERAN ™M
PROGRAM

OUR FUTURE HEALTH 800,000+
BLLOF US 548,800+
UK BIOBANK 506,808
DECODE GENETICS 500,888
FINNGEN 473,000+

meB' 1L Genotyped customers as of March 31, 2624



Consumer

Transforming Healthcare with
Genetic Health Services at Scale




A recent study' showed that 1 in 25
people have a medically actionable

genetic variant? that is associated with
reduced lifespan.




Genetics plays a role in 8 of the 10 leading causes of death in the US'

1. Heart disease

2. Cancer

3. Accidents (unintentional injuries)

4. COVID-19

5. Stroke (cerebrovascular diseases)

Z3andMa
x e 1. hitps:ewwe.cde.gov/nchs/dataldatabriefs/db492-tables pdi# 4

6. Chronic lower respiratory diseases

7. Alzheimer's disease

8. Diabetes

9. Nephritis, nephrotic syndrome,
and nephrosis

10. Chronic liver disease and cirrhosis

= Addressed by 23andMe genetic report



Early diagnosis and intervention can drive better health outcomes

39% preventable

1. Heart disease 80% preverltable' 6. Chronic lower respiratory diseases

(emphysema >98%)*

Up to 48%

2, Cancer 48% preventable? 7. Alzheimer's disease .
preventable

8. Diabetes 98% preventable®

9. Nephritis, nephrotic syndrome, 9

o 5
e 8% preventable

CKD up to 58%

5. Stroke (cerebrovascular diseases) 88% preventable’ 18. Chronic liver disease and cirrhosis 5
preventable

= Addressed by 23andMe genetic report

xzj.. vl




Today’s health
care system only

1 EILR-310% impact’

on our health and
well being.

Impact of Different Factors
on Risk of Premature Death'’

Health Care
10%

Social &
Environmental
Factors

20%

Health and
Well-being

Individual Genetics

Behavior

1. Sthroedir, SA (2667, We Can Do Batter - Improving the Health of the American Peophe. NEIM. 3571200-8.



23andMe is helping people identify their genetic risks...and take action

Monica, 23andMe Customer
Found she had increased risk for
Breast and Ovarian Cancer,

28K+

with BRCA1/BRCAZ2 variant
with up to 85% higher
genetic health risk for breast
and ovarian cancer.

X zaaname

Robert, 23andMe Customer
Found he had increased
likelihood of developing Type 2
Diabetes,

4M+

with higher likelinood of
type 2 diabetes.

Kim, 23andMe Customer
Found she had an increased
likelihood of developing Coronary
Artery Disease.

2.2M+

with higher likelihood with
coronary artery disease.

Andrew, 23andMe Customer
Found he had increased risk for
Hereditary Thrombophilia,

1M+

at high genetic
health risk for hereditary
thrombophilia
(harmful blood clots)

ha
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6% of customers

report taking a
positive health action
after learning about
their genetics’

Eatheanier QR 55%
Set future goats to (D 1%

be healthier

Adopt a neatiier QD 5o

lifestyle in general

Exercise more GEE— 5%
Get more restsieen (D 27
Stop drinking / _ 16%

drink less

Stop smoking / - 7%

smoke less



Our success is driven by strong engagement and trust

Providing a meaningful, engaging and fun experience.

84%

US customers
consent to research

230+

published research
papers

xﬂ""‘ Me

15K

research surveys
completed daily

8.9M

genotyped customers
logged-in in past year

4.7B

phenotypic
data points

50%

pre-28268 customers.
logged-in in past year

lce Cream Flavor
Preference

FOUR BESULT

You are more likely
to prefer chocolate
ice cream.

56%

of peophe with results
like yours prefer
ehocalati ioh craam,

Meanderthal
Ancestry

MNeanderthal DMNA th.
78% of other custom




Turning personalized health learnings into actionable insights

23andMe Personal Genetic Services

9 FDA

Auitharizations.

Health Predispositions ' m Carrier Status Pharmacogenetics

Type 2 Disbetes |

Yaur genetics
am associsted
with & typical
Ik gbhood

S

Gt

e WS

30+ reports including:

Type 2 Diabetes (Powered by
23andMe Research)
Coronary Artery Disease E
Uterine Fibroids (B
Migraine Ikl
MUTYH-Associated Polyposis
BRCAVBRCAZ (selected variants)

x?MMB'

Gematic Weight |

Your genas
preduapose you B0
waigh abost 7%
lows than sesge.

10 reports including:
Muscle Compaosition
Genetic Weight

Alcohol Flush Reaction
Saturated Fat and Weight
Sleep Movement
Dog & Cat Allergies

48+ reports including:

Cystic Fibrosis

Sickle Cell Anemia

Familial Hyperinsulinism
(ABCCE-Related)

Tay-Sachs Disease

Glycogen Storage Disease (Type 1a)

f—— 1|

Gaastic varlants: mary
Infisence how you
process ceriain
i plicer.

CYPICI? Drug
¥,
Metabotivm O

B D
e Q@

3 reports including:
SLCO1B1 Drug Transport
e.q. simvastatin
CYP2C19 Drug Metabolism
e, citalopram and clopidogrel
DPYD Drug Metabolism

15



We have a genetic service for every type of customer

Ancestry Service Health + Ancestry
Cystic Fibrosis

x?ﬂ-o e

Ancestry Composition

You do not hawve
the varianis we
tesied.

variants detected

Memberships

23andMe+ Premium™ 23andMe+ Total Health™

Disease

Your genetics are
associated with a
typical likelihood.

Coronary Artery

[T

Heveditary
Neurological Disease

A variant was
detected in the
APOE gene.

e o ariant in e
PR (bt bt Lt
e ik
daraary ranane,

16



With a growing menu of options

Mental Health

Anxiety

Depression

Insamnia

Seasonal Affective Disorder

General Health

Cold Sores

Genital Herpes

Sinus Infection
Primary Care Complete
AND MORE

Men's Health

Erectile Dysfunction
Premature Ejaculation

Hair Loss

Skin

Acne
Dark Spots

We offer direct access to care with Lemonaid Health Telehealth Services

Women's Health

Birth Centrol
Moming-After Pill
uTI

Hot Flashes

Testing

STD Test

AIC Blood Sugar Test
Cholesterol Test
Blood Type Test



23andMe helps consumers take a proactive approach to their health

Practice of Medicine Today 23andMe
Reactive - no customization until symptomatic Proactive - truly individualized from the beginning

£, Sy EEEE, S
A s o 2
. o i s e
> . 4 o
4 4
” % “
“ “ @ s
e @ o s
& e s / F

< S~ < M <

o A YW A 'S

X zaaname:



Giving everyone the opportunity to change their health trajectory

*I can't change the DNA but I can change what I do on a daily basis to help mitigate that.”

How lifestyle and your genatics Impact the
knlihcod of Type 2 Diabeies cwer time

e e B Unhealthy lifestyle
22% 29% 36%
A regression of lifestyle would lead to a
D / Type 2 diabetes risk 36% by age 68

Current lifestyle
—— Coentinuing with existing lifestyle results in a
Type 2 diabetes risk 29% by age 68

\ Healthy lifestyle

Lifestyle changes can reduce Type 2
diabetes risk to 22% by age 68

Tracy
23andMe Customer
Discovered she has a higher
genetic likelinood for developing
Type 2 Diabetes.

Y zsaname:  23a0ave th Trah t Madeting of ¢ 1 Lite : 19




We are prioritizing membership revenue growth

Quarterly Membership Revenue (millions)
$6.0

Quartely Revenue

58

£ g b
FLEL LS E L L EF LS

x?_j..-.t:r.-...

Prioritizing growth in sustainable,
recurring revenue business

Building out value-add features
and products

Recently launched Health Action
Plan™ Health Tracks™ and
23andMe+ Total Health™

FY 2824 PGS revenue of $168M
with subscription revenue of
$20M



Improving margins and driving toward profitability

PGS Gross Margin (quarterly)

= PGS Gross Margin (quarterly) == Trendline for PGS Gross Margin (quarterly)

« Steadily improving gross
margin despite seasonality

« Margin tailwinds from
increasing subscription
revenue and price

L 45% optimization

| « Strong new product uptake
would further positively

L 35% impact consolidated GM
over time




We are delivering a healthier future, and we are just getting started

The future is...

t?n 6 ' o b o

All of our current MNew Telehealth and Al integration into Precision Prescribing Long-term
services and support Pharmacy services health tracking tools  Using Pharmacogenetics Engagement

All connected within a single technology platform.

X zaaname 4 23ana 29



Research

Providing Unique Value and
Insights for Research Partners




The world’s largest recontactable
genetic data engine

Participation is online

Fully opt-in, and opt-out at any time

IRB approved

Everyone can be included in multiple studies

xm”e- 1. &8 of Masch 31, 2624,

>15M' >4.7B'

customers datapoints

>80%

consent to research



Scale enables differentiated research across
multiple disease areas

Phenotype
Asthma

Autoimmune

Lupus
Multiple Sclerosis
Type 1 Diabetes

Solid Tumors

Basal Cell
Squamous Cell
Melanoma
Breast

Hematologic Cancers

NHL
Leukemia

X zaaname

Number of Cases'

1.1M

58k
31.5k
38.5k

= 1M

388k
214k
125k
120k

17k
14k

Phenotype Number of Cases’
Retinal Diseases

AMD 106k

Glaucoma 186k

Rare Diseases

Scleroderma/SSc 12k
Sarcoidosis 2.3k
Idiopathic Pulmonary Fibrosis 5k

Neurology + Psychiatry

Depression 1.8M
Parkinson's 33.5k
Essential Tremor 47k

Numbers represent the number of research participants with the
condition indicated

25



Re-contactable customers
participate in health research

« Research participants can be recontacted on
the basis of phenotype or genetics for
additional data or biosample collection.

« Example: Working with a mobile phlebotomist,
we obtained blood draws from =60 human
knockouts with a rare loss of function variant

» Applied clinical lab testing for lipids, liver
function, kidney function, glucose levels,
heart function, and CBC counts

X zaancme:

Geographic distribution of participants

[;‘i,

3

26



Breadth of phenotyping provides
deeper genetic understanding
beyond single diseases

Our insights can increase development
efficiency and chances of clinical success

Drugs with human
genetic support are

2X-3X

more likely to succeed’

Welsan ef al. 2815 (Nature Genetics): King of al. 2819 (PLOS Genetics)

meO' . 4
“httpsfivwww.astrazeneca.comicontent'damiaz FOF 281 TG 3 Year-to-date_and_(Q3_2617_Resuits_Announcement.pdf

Approved drug

Failed 3rd party
clinical trial?

Potential new
indication

TSLP PheWAS

= L
crohns -

] |

log(OR)

|l.i

oo

|4.2

hashimotos -

mutpie_scleross -

PSOiASS -

poriatic_arthiits -

Rare disease A.




23andMe’'s GWAS and PheWAS:

Unparalleled, Proven Resource for Novel Target Discovery

s i

TSLP PheWAS

b i
T RESND D SRR

]
ol =

A A EmuE m W aBEE

ey

GWAS results are building 23andMe runs GWAS in

blocks for target discovery: >1,000 phenotypes

GWAS signals across the whole PheWAS (Phenome-Wide Association
genome identify gene / phenotype Study) captures pleiotropic effects of
associations and potential drug genetic variants and points to
targets possible unwanted toxicities or

potential indication expansions
Additionally, implicated pathways and

point to underlying disease biology

X zaaname:

23andMe developed major
methndological. improvements
to interrogate biology via GWAS

GWAS signal-to-gene mapping,
including novel ML methods and
experimental / FxG validation

Improved imputation panels and
strategic whole exome sequencing
approaches

28



A new paradigm for 23andMe research:

Mid-2023 Late-2623

Exclusive drug discovery and
development collaboration with
GlaxoSmithKline (GSK)

$25-58M annual contract fee
Co-development of targets

Over 58 targets discovered
Limited 23andMe control of costs
Resource intensive

Difficult to forecast due to cost sharing

12.3.1 vl

Future

Non-exclusive research
collaborations

« Database access, focused target discovery,
portfolio optimization

« Full 23andMe control of costs

+ Deal specific resource scaling

+ Higher margin

« Easy to forecast

« Ex: GSK -$20M/yr database access

29



Exploring multiple types of collaborations and partnerships

Potential Deal
Types

Capabilities and
Structure

Target Partners

Database Target
Access Discovery*

= Non-exclusive deals Multiple targets in a

« Annual access fee therapeutic area
« Example: GSK paying « Upfronts
$20M for 6th year of = Royalties
access s  Milestones

Pharma / Biotech Pharma / Biotech

x?MMB' *Also pursuing other capabiities and structures

Portfolio

Optimization

Portfolio screening
Indication validation
Patient population

optimization

Pharma / Biotech

30



23andMe is well placed to realize the
potential of Al in health and genetics

We are investing in Al to drive the next wave of insights and
value-creation for our customers and partners

AI/ML expertise

Large-scale, relevant,
unique data

X zaancme:

Al technologies, models
for health and pharma

31



Advances in AI methods can now handle the scale of our data

Al Data Capabilities Evolution

1Q *—

100T

10T m,.* -

GPT4
1T Medpalo (2023]
100 B GPT3 (20201
-
10B GPT2 m@_/-"’

-
100 M e
.~ Attention is
10M seqzseq OHT all you need (2017)

-
-

Training tokens

im| -

2014-2016 2017-2019 2020-2022 2023+

12.3.1-@!-!-.- *number of tokens estimated from primary papers, press-releases, and other public information

23andMe data today

~1860M imputed SNPs x ~188s
Phenotypic labels x ~18M Individuals

~1M genotyped SNPs x ~188s
Phenotypic labels x ~18M Individuals

The next 5-10 years:

Genetic & Phenotypic data +
Wearables + Omics — (truly)
predictive models of health and
disease



Foundational pillars of our Al strategy will support future innovation

Health Prediction: Biological insights:
Health language models Genome language models

Health
events
models

Wearable Protein language DNA language

models model model

Ny Yo
Health trajectories and recommendations Disease causality and therapeutic insights

X zsaname 4 23ancH 33



Therapeutics

Turning Data at Scale into New
Treatments for Patients




The evolution of 23andMe Therapeutics

2815 Today
o Z o
2015 July 2618 - July 2023 August 2023 - Today
23andMe Tx Began GSK Collaboration Full-fledged Biotech
'r - - el siuil Y b L
il N7 LU YR (TR AN
rrTm Rrrrnm
Multiple programs identified Incredibly productive Two novel, clinical stage Oncology antibody assets
to be brought forward multi-modality drug discovery ) .
independently collaboration with GSK across Discovery focus on Immunology and Inflammation

many therapeutic areas

58+ programs

X z3saame:

In-silico target discovery, functional genomics,
antibody design and wet-lab validation

J

35



Our Therapeutics discovery platform
Capitalizing on 23andMe’s Capabilities & Genetic Advantage

x?ﬂ-o e

eo®

NEED
Target areas with
defined unmet
medical need,
creatively use our
database

Immunology
& Inflammation

POWER
Best Targets: Robust
& unique GWAS /
pleiotropy, world
leading genetics
capabilities

SPEED

Prioritizing speed to
IND & Clinical PoC



23andMe Therapeutics development pipeline:
First-in-class potential in oncology

Target Discovery Lead Optimization IND Enabling Phase 1 Phase 2

23ME’'610
;
anti-CD288R1 Phase 23

Neurcendocrine, Ovarian, Renal Cell, Small Cell Lung

st

anti-ULBP&
Lung Squamous, Head & Neck Squamous, Triple Neg Breast, Colorectal

23ME'618/anti-CD206R1 23ME'1473/anti-ULBP6

e Potent monotherapy Ab with PK/PD/tolerability profile * Effector-enhanced Ab with dual NK-activating MOA

indicating excellent combination potential e Targets major resistance mechanisms hampering 10

s PhZa monotherapy basket (including neurcendocrine

) ! . . . . * Ph1 ongoing
and ovarian) ongoing, with emerging clinical benefit

e Tumor CD288 as potential prognostic biomarker for
optimal patient identification

® Ph2a monotherapy data throughout 28624

*Mate: As of Jarmary 2824, ‘678 s in the Ph2a portion of the Phase 1/2a ctinfcat trial



23ME-00610*

Anti-CD20®OR1 Antibody for Hard-to-Treat Solid Tumors
Phase 1/2a

*‘Development ongoing in multiple relapsed/refractory solid tumors (including neurcendocrine and ovarian)




CD200-CD200R1
immune suppression
w blrst:;g initiates signaling
proinflammatory cytokine production,
contributing to an immunosuppressive TME.

& e
Ly

23ME-00610-mediated
reversal of immune
suppression

Binding of 23ME-00610 to CD200R1
froes up downstream signaling. which
may rescue immune cells and reactivate
anti-tumaor immune responses.

Abborations: Akt: protein kinase B CO- chuster of diffensrtiation: DOK: docking protising ERIC axdraceluls signal-reguisted kinase:
FN: interferon; IL- interuldng M- natural kiler, RasGAR: Ras-specfic GTRase-acthating protesns; THE: tumor microerrdronment

Copyright © 2024 Zland\e, Inc
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'610: geno-phenotypic data unveils novel immune processes that bear

out from in silico to the clinic

CD2006/R1 is a dominant immune checkpoint

Basal cell

carcinoma
e

H Cancer
W Immune

Genetic data tracks AE profile observed in
clinic (Ph 1/2a) with anti-CD200R1

seo s [JINNNND
268 mg .
Mlmg-.
28 mg—|
6mg-|
2mg-

E

L] L] L] L] Ll Eel ﬂ
% of Phass 1 Participants

Irvestigator-assessed immune-relatéd adverse events 28en in >5% of patients in cohar

Disease-modifying potential across a broad spectrum of “cold” neoplasms

(e.g., neuroendocrine, ovarian)

Raaca, D, e al, 2623, SITC Anaual Mesting 0613



'610 ph1/2a clinical trial design

Part A: Dose Part B: Dose
Escalation Expansion
N=28 N~75to 113

%
1400 mg —bn Kidney cancer

600 m X
—bE Ovarian cancer

m —-E Neuroendocrine cancer
S 1400 mg'

—-H MSI-H/TMB-H cancer

—DE Adolescent solid tumors
m J —-E Small cell lung cancer

*Preliminary RP20; Cohoris 2 and 3 also
enrolled patients at 600mg dose level

Further study details , including I / E criteria, at clinicaltrials.gov



'610 preliminary clinical activity: NET patient vignette

Baseline Week 64
T
g e N -
3 B b by RECIST 1.1
E 40 5
2 == SUM
E % E 20 Pancreas
23 8 T =S-Liver
g = E © -5 LymghNode
5 E -
Ll &
& &
CD200 CD200R1
3

H-scone: 155 = 1% pos I
4 1

3

Black amow highlights COZ0R1 positive
immune cels in the tumor.

Confirmed PR in
CD200-high pancreatic
well-differentiated
neuroendocrine tumor
(PNET);

21 months on treatment



'610 preliminary clinical activity: ovarian patient vignette

-y

& Infusion reaction
(facial swelling) AE

23ME-00610 Treatrmr

Hypathyroidism-

3000+ Q related AE 4 ospitalized: i
2500+ Y failure to P,
= N thriva bilateral malignant
E 2000 A plaural effusions
5 B Abdominal Pleurx
~ 1500 G\ catheter placed &
H graoentesr's 5 N
% 10001 A Be—
S 500- A o090
o (1) , (2) . :
o 3 Tl 9 12
Cycle6

Resolving massive
malignant ascites
no longer requiring
paracentesis

ASCO 2024

Clinical benefit in
mesonephric
adenocarcinoma:

# Decreasing CA-125

# Substantial decrease of
malignant ascites

¢ Measurable tumor
reduction

e Durable treatment
duration (> 12 cycles)



Tumor CD200 emerging as putative biomarker for 610 clinical activity

" 2 Ph1 100 -
100- Ph2a Expansion Patients Patients
o
A
5§ 751 - - - -
] Patient from vignette with ‘§
L | confirmed PR has high % 50 (2
§-. 50 tumor CD200 expression =
ko ®
£ 251 (3)
& .
£ 0 oll, ;
o 0 0 28NA 42200 1 0 45190NA NA PD(7) PRISD (8)
»® 143 40 143
+ NA CD200 H-score
o -25- 45 [ No expression
@ o1-10
. 155 m11-99
-50- “H- B 100-300
50 CD200-H-score NA
SoD, sum of target lesions; NA, not available; () = number of patients. 4 patients without archival tissue for IHC (*NA") were not

included in the summary statistics (ie, right panel)

Moderate-to-high
tumor CD260
expression
associated with
higher probability of
clinical benefit

(PR or durable SD)

ASCO 2024



'610 has combination potential with a-PD-1

IFNy Secretion
IFN-¥ &
/—-.-’i. 3600+ i
Primary Human T Cells - Sk
+mg&-ﬂ'=ﬁlﬂ ELE LS
+ anti-| 2400 I
R Fkkk

4

antiPo-1

IFNy (pg/mL)
g
N

FAME-O0610 1200 000
600 oo oo
WIWB oLl 0 T T T
& & O
CHO e \‘P Qf@?
LA
W
AACR 2024

+ 23ME-88610 differentially enhanced IFNy secretion from cancer patient PBMCs
relative to anti-PD-1

+« 23ME-80610 enhanced both T and NK cell anti-tumor activity

&n



'610 has combination potential with a-VEGF

Combo better than single agents for tumor growth inhibition (p < ©.001)

DBA/2 591 tumor
mouse (sc)

N

&

N=12/gp. 2qw dosing
from 200 mm?*

Isotype

Antl-CD200 (E-)

£~ V4 l . j,//;//'
E my =2

T T T T 1
n 1 0 18 ] 26 n

Days post randomization Days post randomization
Antl-VEGF-A Antl-CD200 (E-) + Antl-VEGF-A
T

o s w w w m
Days post randomization

AACR 2024

5w 15 20 2
Days post randomization

O «cRCC

% CD200+

CD2688 is expressed on
endothelial cells, incl.
within human tumors




‘610 summary

Single agent activity seen in Phase 1/2a, with durable efficacy at highly
tolerable doses with prolonged treatment durations

e ASCO 2024: Confirmed PR in PNET; tumor reduction and clinical
benefit data in OC

Tumor CD200 emerging as potential efficacy biomarker

PK/PD, safety profile and preclinical data support combination potential
with anti-PD-1, anti-VEGF



23ME-01473

Genetically validated NK Cell Activator (Anti-ULBP®6)
Antibody for Solid Tumors
Phase 1 Ongoing




Targeting ULBP6:
genetics-first approach
with potential to
address I/0 resistance

23ME-81473, anti-ULBP6'
humanized monoclonal antibody has
dual synergistic MoAs to fully
unleash NK cell activity

MoA 1: Block soluble ULBP6 to
reinvigorate NKG2D axis

MoA 2: Block membrane ULBP6 +
Fc-enhanced effector function to
maximize ADCC

'ULBP2 and 5 are also recognized due to

high sequence homology

|

Soluble

ULBP&
NK cell ﬁ % Tumog’:ell
®
' ¢ D

Cytotoxic Mediators

x23annd



Targeting ULBP6:
genetics-first approach
with potential to
address I/0 resistance
23ME-01473, anti-ULBP6'
humanized monoclonal antibody has

dual synergistic MoAs to fully
unleash NK cell activity

MoA 1: Block soluble ULBP6 to
reinvigorate NKG2D axis

MoA 2: Block membrane ULBP6 +
Fc-enhanced effector function to
maximize ADCC

'ULBP2 and 5 are also recognized due to

high sequence homology

Soluble

ULEPS
NK cell @ ’% Tumogell
)
- $ N

Cytotoxic Mediators

x23annd



1473’s dual MoA overcomes limitations of other NK-modulating approaches

NK Modulator E::‘_T:l[:d Cell-harnessing Modulating TME :Ir:g::i::
Success Criteria (e, CAR-NK, = oy 7| (TNKETs & el
Allogenic-NK) J L T ) Al cytokines)

Achieve effective v/ Highly targeted, 10-like

therapeutic index safety potential

Increase targeting v High binding affinity for

ability of NK cells ULBP6&

Promote sufficient NK ;’F:Q::}moﬁr?f::::duufzgll
N — incr

cell recruitment availability/persistence

Reactivate suppressed .

NK cells v/ Engineered FeyR (MoA 2)

Convenient dosing ' May be dosed Q3W

Mote:  * Anti-dneg antibodies which may resull in a 1055 of efficacy
Source: Expert interviews: St-Pierre t al, Cancers {2021); Zhang et al,, Frant immunal. (2023); Demara et al, £ (2021); Yu, Cancers (2023}, ' Moscarelli J et. al. Transpiant Cel Ther. (2022 | * Tarannum, M., Romee, R, Stem Cell Res
Thar (2001} ¥ Kihan M, Frond immuncl, (2020); * Tinker, Anna Vet al, AACR (2019); * Cha, 1, ot al. J Trans! Med (2022), *Gutierres ot ol Coll (2023)



As highest-affinity NKG2D ligand, ULBP6 is a critical regulator of anti-tumor
immunity

ULBP6 has the highest binding Soluble ULBPE is highly Soluble ULBPE promotes tumor
affinity for NKG2D immunosuppressive cell growth
80004 _ B
ULBP3- ———sas.00 Low g + sULBP6
ULBF2-:|_|232W mm_....... L L LT T T T T TP P PR NO Ugmd Q 6_ . N0|igand '_.
ULBP1_Ji138.00 = 5 S e
MICB- 10500 E 4000~ k5 4 -
\ — L J =T
ULBPS- }—s3.40 f \ T o’ _z5ee?
— —_— '\._ [ ] 8 o¥ T : ..‘.._*-
MICA Jies 20 20007 o SMICA b 5 2 .--"";QEW
TULBPE- 260 = sULBP& 5 ‘apases
T T T T T 7T High 0 T T T T 1Mo PEMC 04
0 200 400 600 800 1000 1200 1400 001 01 1 10 100 1000 0 50 100
Kg (nM) = SD sNKG2DL (nM) Time (Hours)
*Mo binding with ULBP4

ULBPE isoform 1




ULBP6 is highly expressed in squamous cell carcinomas & subset of
adenocarcinomas

ULBPE (RAETIL) mRNA expression in TCGA

O E0D00POEr SN 01044 I0LIABAR0IO0 00255075
SSBEZ0I5208553052022 08 I530RS2  MedianLogzRSEN
5Px3 "u.c.oml—l— n.ugml—":uxmmu:ou-um_lr Nermalized Counts
ULBP6 IHC' .
~ Colorectal Lung squamous Head & neck squamous
N g e e g FRBVS RIS, TN
Lk % o b v oy ‘}:_- b ” § | \' ; - ‘E ‘ o« v ‘ : . . . l. - " -

'ULBP2 and & are also recognized due to high sequence homology and highly expressed in squamous cell carcinomas
Arrows = membranous staining
© 224 Zlande, Ing ngﬂndMG' 53



‘1473 has combination potential with multiple modalities, including ADCs

Various MOA-based areas of potential clinical synergy Potential impact of ADC and

o 23ME-01473 combination
- NK/T potentiation: ‘1473 expected to act on NKG2D+

NK and (antigen experienced) T cells,
additive/synergistic potential if combined with:
- ADC/chemo/radiation: Agents increasing tumor

immunogenicity § ‘ >
- T cell stimulators: (e.g. a-PD-(L)1) Lf? WaPe/zm { it L L
) . . . s £ cieyt

Cytokines: prolonging NK persistence - - 1473

- Target upregulation: w%h ADC

- ADC/chemo/radiation: NKG2D ligands are b

upregulated by cellular stress including exposure

to CV‘DtOXiC EIQEHtS g Modified from: Gerber et al 2016 Biochem Pharma

1: Zhang et al 2022 Front Oncol; Heinhuis 2819 Ann Oncol
2: Jones et al 2022 Cancers



‘1473 summary

Purposefully designed dual-MoA mAb against ULBP®6, tailored to activate NK and T
cells addressing major needs unmet with other 10 therapies

Potential dose expansion cohorts in:
e Squamous cell tumors (head & neck, lung)
« Additional ULBP6-high tumors (CRC, TNBC)

« Phase 1b combinations with other checkpoint inhibitors, synergistic
mechanisms

Phase 1 dose escalation ongoing

« Tissue and genetic biomarker characterization of treated patients



Immunology Discovery




Immunology / Inflammation (I&I) remains a biotech frontier

Immune system is
highly complex

Highly polygenic diseases with
complex, diverse tissue dysfunction
and clinical phenotypes across
individuals

Many conditions are severe,
chronic, with morbidity and high
unmet need

Few solid therapeutic
hypotheses

Mostly coarse, subjective clinical
labels with no actionable causal
nodes

Poor disease subtyping / precision
approach relative to other TAs (e.g.,
oncology)

Poor clinical
translation

Mon-predictive target-drug-patient
choices — poor clinical outcomes
after hundreds of SMM invested



23andMe: bringing unprecedented power to I&I discovery

Ultra-powered
for precision

Genetics-based deconvolution of &I
complexity, starting with respiratory
disease

Powered by world's largest database
of human genomic and phenotypic
health information

+ 15M genotyped individuals

« >4B phenotypic datapoints

*Minikel et al, Nature (2024)

High-confidence
target-drug-indication
decisions

Ab program P832, dual-MOA
pipeline-in-a-drug potential
{asthma+)

Ab program P823, FIC potential in
sarcoidosis

Multiple prioritized targets with
pan-modality druggability (incl.
small molecule, siRNA)

Translation-focused
stack and team

Genetically driven roadmap for
translation, potentially >2-3x PoS*

Integrated R&D stack across:
+ computational biology
« functional genomics
« antibody engineering
+ early clinical development

Pharma veterans with hit-to-clinic
success for Amgen, Genentech, GSK



We survey >150 immune disease phenotypes
~700 novel hits in asthma alone

23andMe GWAS Public GWAS 23andMe Lloci beyond
cases cases largest public GWAS

k

Severe acne sk

Urticaria 461k
Hidradenitis 31k
IBD 117k

! 23andMe multi-ancestry meta-analysis GWAS as of October 2823

We have a uniquely robust dataset credentialing our target selection



Case study: TSLP and indication (mis)pairing

TSLP PheWAS*

e 23andMe runs GWAS in >1,008 phenotypes, which
increases discrimination power for target-indication
pairing

[12 %s6] Ho
T S6'05.8'0 80 5240590

« We observe a clear genetic signal linking TSLP to asthma

Amgen clinical trials of anti-TSLP mAb as eczema target
failed. We do not observe a statistically significant
genetic signal linking TSLP to eczema

suyon
d
arl =

siseuosd
solowysey =

SOUIR JeU0s
-

SQI00 ™ 3ANRIAIN

[pugse Aue |
s
[Fwszos ]

sisouaps adanw

We observe a strong genetic signal linking TSLP to
eosinophilic esophagitis — potential indication
expansion in a rare disease

| spifieydosa 2)ydouisoa l

*PheWas (Phenome-Wide Association Study) captures pleictropic effects of genetic variants and points to possible unwanted toxicities or potential indication expansions



We use human and phenotype-relevant cellular data to validate genetic insights

23andMe genetics In vitro functional genomics Disease-relevant readouts
Gene-
editing +/-1L13 + IFNa o m———
‘Q Barrier function g'
g |-
Asthma & ﬁéllergv & ;)r)n L 32days ,,‘, ! h” I li'—’* e
. czema .4-& —= — e
COPD data e .
ata L NHBE cells ALl culture v--—-—-—-—-—-—-—-—, TEIT

Bulk and single-cell Cell
RMA-seq composition
& mucin
production
Arrayed Library

Several high-confidence hits identified from 200+ tested genes, several with effect sizes similar to
IL4R deletion (target of dupilumab)



Our In-House Expertise in Antibody and Protein Engineering Enables

Differentiated Therapeutic Generation

Our proprietary common light chain (cLC)

Antibody™ B cell cloning and
mouse*

NextGen sequencing

\ /7
\ /7
- \\Vf/
A\ /4

High throughput cLC antibady production,
humanization and triage

Easy to format bi/multi-specifics that enable desired activity
e  Superior developability for discovery and development in comparison to

bispecifics without commeon LC

s  P832 current options: 2:2 and 2:1:1 formats with biparatopic anti-Target 1 arms

(A1, A2) and anti-Target 2 arm (B)

Deep experience in protein engineering, biochemistry, structural biology
(ex-Genentech leadership)

*Rong et al, Antibodies (2024)

A A Al A2
2.2 211



P®32: a novel program with pipeline-in-a-product potential

o Genetic support for pathway components in multiple immune diseases
Asset Overview e P32 will be an effectorless bi ifi 1 mA ks th ivity of ki

o Strong translational derisking (internal & external biology support, including in the clinic)

+ Indication potential: multiple-immune related diseases validated in target pathways

Commercial # Substantial unmet medical need remains in large, non-Th2 subtypes within asthma, COPD

Rationale o ) ) i - _
B'IOlOgiCS targeting these single cytokines leave room for considerable improvement

¢ PB32 poised to block three key cytokines from signaling and contributing to disease

¢ Our unique cLC mouse enables the generation of multiple bispecific antibody formats with
downstream manufacturability advantages

Scientific
Rationale




PO23: a unique, novel-MoA antibody for granulomatous disease

Asset Overview

Commercial
Rationale

Scientific
Rationale

PO23 target: A compelling and unique genetic association with sarcoidosis
P®23: a monovalent 1gG1 effectorless mAb binds target to block ligand activation
L molecule selected; cyno PK studies completed, PD studies ongoing

Indication potential: Sarcoidosis, Crohn's, Multiple Sclerosis, other granulomatous diseases
Substantial unmet medical need; biologics (off-label) do not address underlying disease

PO23 target is a genetically validated target in sarcoidosis and other granulomatosis
indications

Numerous genetic variants with reasonable effect size and allele frequency

PO23 target neutralization expected to both prevent and resolve granuloma formation to
prevent argan damage and meaningfully improve QoL



Gene X: example of a high-confidence, novel respiratory target

TRAC-KO MUCSAC-KO (Positive Gene X-KO
(Negative control) control) (Candidate gene)

Muclei (DAPI)

Gene X

Alters
mucus-producing cell
differentiation

Anti-MUCSAC/45M1 (647)

Gene X is a potential siRNA target; other pathway members are mAb-tractable



Coming up: broadening target discovery to other I&I cell types

Cell type
AR 1’;!“.’; . Bronchial epithelia

B e Fibroblasts

Keratinocytes

Disease opportunities

Respiratory: asthma, COPD

Respiratory: asthma, COPD, IPF

Skin: eczema, acne, hs

Data available

210 genes

Emerging

Emerging



Future vision: multi-modal data + custom ML — precision I&I

Survey Multiomics
Target
Bulk & X
Single- 3
RNA-Seq 2-3x PoS X
Patient

Wearable Imaging

67



23andMe
Therapeutics

For More Detailed Information on 23andMe Therapeutics:

www.Therapeutics.23andMe.com

and visit our Investors page to view our full Therapeutics investor deck

https://investors.23andme.com/news-events/events-presentations

x?ﬂ-&-ﬁdMe'
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Solving for fiscally responsible future growth

Investing in future
growth potential

« Subscription Services

« Mew reports and insights
« Research partnerships

« Therapeutics

xzj.. vl

Employing a conservative
approach to planning

« Prioritizing the minimization of
Adjusted EBITDA deficit rather than
maximizing top-line growth in our
Consumer business (PGS and
telehealth).

Investing in future
growth potential

« Cash of $216 million' supports
23andMe's plans for targeted
investment in high ROI growth
initiatives,

70



Revenue composition

Three Months Ended March 31, Year Ended March 31,
(in 5M, except percentages) Amount Percontage of Amount Percentage of Amount Percentage of
Revenue Revenue Revenue
Consumer Services 563 P9% 5481 88% 5262 2%
Research Services 1 1% n 12% 17 8%
Therapeutics - - - - -
Total Revenue $64 100% $92 100% $220 100%

xﬂ..-.. Me



Consumer services revenue seasonality by fiscal quarter

xzj.. vl

FY 2026

FY 2821

FY 2022

FY 2823

FY 2024

24%

18%
22%
22%

28%

24%

21%

20%

25%

23%

21%

22%

21%

22%

20%

31%

39%
38%
31%

29%

Full Year

180%
188%
100%
1808%

186%



Upcoming value drivers and catalysts

b

Wi hwm

Consumer

New product development, improved subscription value
delivery, upgrades and cross-selling health services

Continued customer LTV and margin improvement

Progress toward adjusted EBITDA breakeven

' Research

Research collaborations
New GWAS

Imputation and AI-driven innovations

i Therapeutics

Initial ‘618 Phase 2A data
‘1473 Phase 1 data

Potential collaborations

mee'
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